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RAW SEQUENCE LISTING ™= IVIYIT 

PATENT APPLICATION: US/09/993,777 TIME : 09 : 37 . 38 

input set : N:\Crf3\RULE60\09993777.txt 
Output set: N:\CRF3\02142002\I993777.raw 

SEQUENCE LISTING 
4 (1) GENERAL INFORMATION: 
6 (i) APPLICANT: Wild, Martha A 

9 (ii) TITLE OF In5eNT?0N: RECOMBINANT INFECTIOUSLARYNGOTRACHEITIS VIRUS 

AND USES THEREOF 
12 (iii) NUMBER OF SEQUENCES: 72 

14 (iv) CORRESPONDENCE ADDRESS: ^ |^ 

15 . (A) ADDRESSEE: Cooper & Dunham LLP t'^f^^W^lJ 

16 (B) STREET: 1185 Avenue of the Americas ^ISA I ^f^^- 

17 (C) CITY: New York ^ 

18 ,(D) STATE: New York 

19 (E) COUNTRY: USA 

20 (F) ZIP: 10036 

22 (V) COMPUTER READABLE FORM: 

2 3 (A) MEDIUM TYPE: Floppy disk 

24 (B) 
25 



COMPUTER: IBM PC compatible 



(C) OPERATING SYSTEM: PC-DOS/MS-DOS 

25 (D) SOFTWARE: Patentin Release #1.25 

28 (vi) CURRENT APPLICATION DATA: 

29 (A) APPLICATION NUMBER: US/09/993,777 

30 (B) FILING DATE: 06-NOV-2001 

31 (C) CLASSIFICATION: 

33 (vii) PRIOR APPLICATION DATA: 

34 (A) APPLICATION NUMBER: 08/468,190 

35 (B) FILING DATE: 

37 (A) APPLICATION NUMBER: US 08/126,597 

38 (B) FILING DATE: 24-SEP-1993 

40 (viii) ATTORNEY/AGENT ■ INFORMATION : 

41 (A) NAME: White, John P 

42 (B) REGISTRATION NUMBER: 28,678 

4 3 (C) REFERENCE/DOCKET NUMBER: 39116 -A 

4 5 (ix) TELECOMMUNICATION INFORMATION: 

46 (A) TELEPHONE: (212) 278-0400 

47 (B) TELEFAX: (212) 391-0525 
51 (2) INFORMATION FOR SEQ ID NO : 1: 

53 (i) SEQUENCE CHARACTERISTICS: 

54 (A) LENGTH: 13473 base pairs 

55 (B) TYPE: nucleic acid 

56 (C) STRANDEDNESS : single 

57 (D) TOPOLOGY: linear 

59 (ii) MOLECULE TYPE: DNA (genomic) 

61 (iii) HYPOTHETICAL: NO 
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DATE: 02/14/2002 
RAW SEQUENCE LISTING 09:37:38 
PATENT APPLICATION: US/09/993,777 TIMb . 

input set : N:\Crf3\RULE60\09993777.txt 
output set: N:\CRF3\02I42002\l993777.raw 



64 (ix) FEATURE: 

gc (A) NAME/KEY: CDS 

gg (B) LOCATION: 10592489 

68 (ix) FEATURE: 

(A) NAME/KEY: CDS 

(B) LOCATION: 25754107 

72 (ix) FEATURE: 

7 3 (A) NAME/KEY: CDS 

74 (B) LOCATION: 41134445 

7 6 (ix) FEATURE: 

77 (A) NAME/KEY: CDS 

73 (B) LOCATION: 46095487 
80 (ix) FEATURE: 

g-,^ (A) NAME/KEY: CDS 

Q2 (B) LOCATION: 56978654 

84 (ix) FEATURE: 

g5 (A) NAME/KEY: CDS 

gg (B) LOCATION: 987410962 

88 (ix) FEATURE: 

gg (A) NAME/KEY: CDS 

gQ (B) LOCATION: 1115912658 

92 (ix) FEATURE: 

93 (A) NAME/KEY: CDS 



(B) LOCATION: 1266513447 
96 (Xi) SEQUENCE ^^^^^^^^^^^ = f JJ^^^^^ = ^TGACGTCGG- AGGTCTCGAC 

98 CCCGTGCCCC TAAAGGCCGC ^^^^^^^^^^^^^^^^c IaCGCGGGCT TTTATAAAGA 
100 ATGGTCGCCA ACCCTCCAAA TGCTACCCGC CGGCCCACGC ^ TCAATATTTG 
102 TGGCGCGCGA G^iCAATAACA CTTACTCATC CGCGTACGCG gGCCCAGGCC 
104 TGTGGTTATT ATTACTGCTA CCGCCCTTGT ™^CAAGG CCCTCGCCG^ ,,eCGCGGGG 
106 ACTATTCCGG CAGCGGCCGC CGACGCGGCG ^^CGTCGCCG CTAA ^^^^^^cCAT 
108 AGCGGGGTTT CTTCGACTTA AATAGACTCC ^GAGAAAAAA ™ ^^TTTACCG 
110 CATCCGAGTC GGAAACACAG TATGCGGCCG JGTTAGGTTT TACTTTT ^^^^^^^^^ 
112 TGCTGTACGG CCAGGGCGTT CTCAGGCTCG ^^^GGGCAAG ^^TTG ^^^^^^AA 
114 GACTCAGAGA CAGCGTTGTC ^TGTCT.CCGT ^^CCAAAAA TATTTCCAC^ ,,,^^,cTG 
116 AATTTTTACC TCCGGTTTCG ^^AATTAGGA ^GTTTTTGG ^^^^^^^^ ^CATACGCGC 
118 CCATGCATAT GTCAGCGGTA CCCAGCACCC CTCGGGACTT ACTCCAGGCG 

120 CAGATGACAA ATGGTAAAAC CCTGCGTCCA AGCCGCTCCA CTCG ^^^^ ^^^^cAGCT 
122 GGTCGCCCCC CTCACCGAAC CGAATCACGG ^^^^GCACAT ^^^^^^ cTCGGACGAT 

124 CCCCGGAAAC TTCGTACAGA GATGCCGGGC ^CACGAT ^^^^^^ tCCGAGAGCT 

126 CGTAACTCGC CATAGTTTTC ACTGCGTGAA CCAATTCiil gTCACTTTTA 

128 caaatctaga attaggtagt Y'^^^^ TCatgatct cag^tata acgctcttat 

S= TAGAGAAG A. CGG TTT . CGG CGC 

\i ..C TGT TCA CGC TCT AGG GCA GAA AAA CGA AGA AGA ACA ACC GAG Lt il- 
137 lie Cys Ser Rrg Ser Rrg Ala Glu Lys Arg Mg a 

III ceo CTT ACC TC. Z COC TGC CT. TTG G.T AGT TTC TC. CGG AC. 11^9 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1073 
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DATE: 02/14/2002 
RAW SEQUENCE LISTING TIME: 09:37:38 

PATENT APPLICATION: US/09/993,777 

input set : N:\Crf3\RULE60\09993777.txt 
output set: N:\CRF3\02142002\l993777.raw 

P.O Leu Tn. Ser Lys A.. Val C.s Va. Leu Asp Ser P.e Ser A.. TH. . 
\Z ..C TCA TTC C^C CCC TAT CCA CAA ATT TTC CCC ACC CCC OAA CCC CTC - 
145 Met Ser Leu Arg Pro Tyr Ala Glu He 

Z COC cJc CCC CAA CTT CTT ACT CTC ACA ATC AC. C.A CCC CCC CAA 

149 Clu Arg Leu Ala Clu Leu Val Ser Val 

150 55 ^" ^.^ 3,pm CCC CCC GCT AAC CAG 
if3 Z Z ?S I'l S Zl Z sS nl ..c .a 

ire Z .00 CO «c «c ™ oc. occ o.. ooo ccc .co .c. - o^^ 

157 Asn Gly Gin Asn Phe Ala Tyr ftla Gly Asp Oly 

158 '° rir TTC GAT GAA GCA TCG AGC GAC TAC 

IT. Z vS Z 11' - - - S ^" - 

III ..C GGC OCT CCG CTC GCG CAA ACT AGA TTG AAG CAT TCG GAT GAA 

165 Ala Gly Pro Val Pro Leu Ala Gin Thr Arg 

166 120 CTC GAG CCC GCT TAC 
T T Tn pS S vI fu 2 Afp ™ val Glu Gly Ala Ty. 

169 Phe Leu Gin His Pne ary v 

170 135 IJO CCA 
r,^3 Ty Ue ofy vI5 S S Ty. T.. Glu Glu Glu Gin A„ A., 
r4 GGG GTT AAC AGT aJ AAC CAG GGG AAA TCA AAA TGT AAG CGC CTG 

177 Arg Gly Val Asn Ser Thr Asn Gin Gly Lys 

178 ... CCA ACA AGG CCG CCC TCT CAG CTC CAA 

180 ATA GCT AAA TAT CTC AAA AAT CCA ACA AGG 

181 lie Ala Lys Tyr Val Lys Asn Gly Thr Arg 

182 CTA AAT CAC GAC AAT GTT CTC AAG 

184 AAT GAA ATT TTC GTT CTC GGG CGC CTA AAT 

185 Asn Glu lie Leu Val Leu Gly Arg Leu Asn 

186 200 ^ 5 TAC ATG TTA ACC CAG 

188 ATC CAG GAA ATC CTT CGC TAC CCG GAT AAT A 

189 He Gin Glu He Leu Arg Tyr Pro Asp 

190 215 ■ if 'i TG TAC GAT GAA GCG TTC GAC 
III Z Z ofn Z Z ™ Z T^r Ty. A. Glu Ala P.e A. 
Z AAA GAC ACT CCA ^TG^ CTT AAA CAG ACT AGA C=C ATC ATC AAG CAG 
197 Trp Lys ASP Ser Pro Met Leu Lys Gin Thr Arg 

Z CTC ATG TCA GCG ^T^ TCG TAT ATC CAT .CA AAG AAA CTG ATT CAC AGG 
201 Leu Met ser Ala val ser Tyr He His Ser Lys 

... z>«T ATT TTC TTA AAC TGC GAC GGC AAG ACA GTG 

f05 ASP ne Teu G^^ Z He The Leu Asn Cys Asp Gly Lys Thr Val 
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DATE: 02/14/2002 
RAW SEQUENCE LISTING 09:37:38 
PATENT APPLICATION: US/09/993,777 HMt" 

input set : N:\Crf3\RULE60\09993777.txt 
output set: N:\CRF3\02142002\I993777.raw 



caa TTT TGC CCG ATC GGC GAT 2129 

220 GTA GTA TTG CTG GAA ATG GTA AGC CAT GAA TTT T 

221 Val Val Leu Leu Glu Met Val Ser His Glu Phe Cys 

222 345 TCT CTC 2177 

-3 s of. t:: ofn ™ v. se. 

226 360 365 2225 

III IZ vll SI Z =fu ™ Z Z So .sn 

™ III C.T ... CC= .00 »X C=C =CC C.. .00 0.0 000 .00 ...3 

233 Tyr Leu His Tyr Ala ser He .sp Arg Ala Gly 

Z A.. 000 AAO 0.0 0.. 000 000 OA. 0.0 OA. .AO 00. O.A O.. 23.1 

237 Leu lie Arg Asn Leu His Leu Pro Ala Asp Val Y 

25° COA «0 .CO A.0 AO. OAA Oo5 TAA.AA.AAA OOAOOOAOA. AOAOAAO.OA 2516 
253 Pro Arg Ser Met Ser Glu Gly 

III z~ ""--^'^rA^Ai^Tors f.roors."orr.^ 
IT. z z z z z: z z iz a. a„ 

^2^^ J .00 0.0 ... J A.A CA. .a. AO. OAO AO. AAA 0.0 OAO OOA .A. 
263 cys Ser Val Phe Val lie his lyi 
W--> 264 20 nnr rar TrA ACC ATG CGG CAT AGC 

- Z Z Zl Z Z Z Met A. S=. 

OOA 000 0^^ OOA AA. OAO AOA £ A.A AOO 000 AOO COO AAA .C. A.. 
271 Gly Gly Asp Ala Asn His Arg Gly He Arg fro a y 



2574 
2622 
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DATE: 02/14/2002 
RAW SEQUENCE LISTING TIME: 09:37:38 

PATENT APPLICATION: US/09/993,777 TlMh, . 

. input set : N:\Crf3\RULE60\09993777 txt 
output set: N:\CRF3\02142002\l993777.raw 

i i s s s s = z = z s = = = z 

W-> 285 GTT CTC CAA TTA GTG AAG CAT GAA 2958 

287 GAG GTC CTT TCT CAG GCA TGG GAC GTT CTC ^.^ 

288 Giu Val Leu Ser Gin Ala Trp Asp va 

W-> 289. U5 3006 

291 GAT GCG GAG GAG GAG AGA GTG ACT TAT 

292 Asp Ala Glu Glu Glu Arg Val Thr Tyr o 

W--> 293 130 J35 GAT 3054 

295 CAG CCG TTC AAT GCC TGG CCG GAC GGG 

296 Gin Pro Phe Asn Ala Trp Pro Asp Gly Pro Ser 

W-> 297 145 GAC GCA 310. 

299 TTT ACT CGA GCG CCA ATA GTT TAT CCC 

300 Phe Thr Arg Ala Pro lie vai lyr ^^^5 

W--> 301 III ^„ GTT AGC CGA GTT TTA CAA TGT GTA 315( 

303 GAG GCG TTG AAA GTA GGG GCA TTC GTT A 

304 Glu Ala Leu Lys Val Gly Ala Phe Val Ser Arg 

W-> 305 III ^ ^GC GTT ACG GTG CGG GAT GCG CAG TCG, 3191 

307 CCG TTC ACG CGA TCA AAG AAA AGC G 

308 Pro Phe Thr Arg Ser Lys Lys Ser vai xn 

«--> - ™ J .0 .0 »C 0. 3. 

312 Phe Leu Gly Asp Ser Pne irp « y 
W-> 313 210 215 329 

315 TGC TTA CGA CAG CAC ATA ACT CGA Ci^ h 

316 cys Leu Arg Gin His He Thr Arg Leu Arg His Pro 

W--> 317 225 230 GAA TTT 334 

319 ATT GTT AAC TGC AAC GAC CCT CTA TGG p^^^ 

320 lie val Asn Cys Asn Asp Pro Leu Trp Tyr AX 

W-> 321 245 GCC TCT CCC CCG 33< 

323 CAC TGG AGA GGA ATG CGC GTG CCG T 

324 His Trp Arg Gly Met Arg vaj. rx 

W--> 325 260 GTT TTT AGA AAC GCG 34 

327 GAG GAG AAT ATT CAA CAC GGC CCA ATG 

328 Glu Glu Asn He Gin His Giy 

W"> 329 275 280 GAG 34 

II] Z IZ 7. Z IZ Z Z Z II «e. .a .a P.e ... 

CCC «C CC. CTC ™ pi - - C^C .CT .C. C^C .TC ..0 35 

336 Arg Asp Lys Arg Leu Leu Arg Ala Cys Leu Ser 
, 337 305 
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DATE- 02/14/2002 
VERIFICATION SUMMARY ^^^^ 09-37-39 

PATENT APPLICATION: US/09/993,777 TIME . 09 . 37 . 39 

Input set : N:\Crf3\RULE60\09993777.txt 
output set: N:\CRF3\02142002\l993777.raw 

?'.960 M 336 W- Invalid Amino Acid Number in Coding Region, SEQ ID 1 
^ 4 M 336 W- invalid Amino Acid Number in Coding Region, SEQ ID 
? 8 M 3 6 w" invalid Amino Acid Number in Coding Region, SEQ ID 1 
L 2 M 3 W: nvalid Amino Acid Number in Coding Region SEQ ID 
L 2 M 336 W: Invalid Amino Acid Number in Coding Region, SEQ ID 1 
L 2 1 M 3 6 W: Invalid Amino Acid Number in Coding Region SEQ ID 1 
^ 985 M 336 W- Invalid Amino Acid Number in Coding Region, SEQ ID 1 
'2 M 3 W: invalid Amino Acid Number in Coding Region SEQ ID. 
T 293 M 336 W Invalid Amino Acid Number in Coding Region, SEQ- ID 1 
till M 3 W: invalid Amino Acid Number in Coding Region, SEQ ID 1 
L 301 M 3 6 W: Invalid Amino Acid Number in Coding Region, SEQ ID.l 
L 305 M 3 6 W: Invalid Amino Acid Number in Coding Region, SEQ ID.l 
L 309 M-336 W: Invalid Amino Acid Number in Coding Region, SEQ ID 1 
^ -^A M 336 W Invalid Amino Acid Number in Coding Region, SEQ ID 1 
L 3 M: I. invalid Amino Acid Number in Coding Region SEQ ID.l 
L 321 M 336 W: Invalid Amino Acid Number in Coding Region, SEQ ID.l 
L 325 M 336 W: Invalid Amino Acid Number in Coding Region, SEQ ID 1 
till M 3 W: invalid Amino Acid Number in Coding Region, SEQ ID 1 
L 33 M: W: Invalid Amino Acid Number in Coding Region SEQ ID.l 
T 337 M-336 W Invalid Amino Acid Number in Coding Region, SEQ ID 1 
? 3 1 M 3 W- nvalid Amino Acid Number in Coding Region, SEQ D 1 
Vul M: w": invalid Amino Acid Number in Coding Region SEQ ID. 
till M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID.l 
L 353 M-336 W: Invalid Amino Acid Number in Coding Region, SEQ ID.l 
L 35 M 336 W: Invalid Amino Acid Number in Coding Region, SEQ ID 1 
L 3 M 336 W: Invalid Amino Acid Number in Coding Region, SEQ ID 1 
L 3 5 M 336 W: Invalid Amino Acid Number in Coding Region, SEQ ID.l 
L 3 M 336 W: Invalid Amino Acid Number in Coding Reg on, SEQ ID.l 
L 3 3 M:336 W: Invalid Amino Acid Number in Coding Reg on, SEQ ID.l 
L 37 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID.l 
L 381 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID.l 
L 385 M:336 W: Invalid Amino Acid Number in Coding Reg on, SEQ ID.l 
L 389 M-336 W: Invalid Amino Acid Number in Coding Region, SEQ ID 1 
L 393 M 336 W: Invalid Amino Acid Number in Coding Region, SEQ ID 1 
i 3 M: 6 W: Invalid Amino Acid Number in Coding Region, SEQ ID.l 
l'- 01 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID.l 
L 405 M- 36 W: Invalid Amino Acid Number in Coding Region, SEQ ID 1 
L 4 9 M 336 W: Invalid Amino Acid Number in Coding Region, SEQ ID.l 
t ill M 336 W: Invalid Amino Acid Number in ^od^^^^^f J'"' 
L.420 M-361 W: invalid Split Codon, Sequence data for SEQ ID#^ 1 
i 4 1 M 336 W: Invalid Amino Acid Number in Coding Region, SEQ ID.l 
1,25 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID 1 
L 4 9 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID 1 
L 433 M 336 W: Invalid Amino Acid Number in Coding Region, SEQ ID 1 
L 4 M:336 W: Invalid Amino Acid Number in Coding Reg on, SEQ ID.l 
L 4 1 M-336 W: Invalid Amino Acid Number in Coding Region, SEQ ID.l 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/993,777 



DATE: 02/14/2002 
TIME: 09:37:39 



L:445 M:336 W: 
L:449 M:336 W: 
L:453 M:336 W: 
L:457 M:336 W: 
L:461 M:336 W: 
L:1052 M:341 W: 
L:1837 M:341 W: 
L:3334 M:246 W: 
L:3336 M:246 W: 
L:3354 M:246 W; 
L:3356 M:246 W: 
L:3374 M:246 W: 
L:3376 M:246 W: 
L:3394 M:246 W 
L:3396 M:246 W 
L:3413 M:246 W 
L:3415 M:246 W 



Input Set : N:\Crf3\RULE60\09993777.tzt 
Output set; N:\CRF3\02142002\l993777.raw 

Invalid Amino Acid Number in Coding Region, SEQ ID:1 
Invalid Amino Acid Number in Coding Region, SEQID:1 
Invalid Amino Acid Number in Coding Region, SEQ ID:1 
Invalid Amino Acid Number in Coding Region, SEQ ID:1 
Invalid Amino Acid Number in Coding Region, SEQ ID:1 

(46) "n" or "Xaa" used, for SEQ ID# : 1 

(46) "n" or "Xaa" used, for SEQ ID#:9 

Invalid value of Alpha Sequence Header Field, [HYPOTHETICAL: 
Invalid value of Alpha Sequence Header Field, [ANTI - SENSE :] , 
invalid value of Alpha Sequence Header Field, [HYPOTHETICAL; 
Invalid value of Alpha Sequence Header Field, [ANTI - SENSE :] , 
invalid value of Alpha Sequence Header Field, [HYPOTHETICAL 
Invalid value of Alpha Sequence Header Field, [ ANTI- SENSE: ] , 
; Invalid value of Alpha Sequence Header Field, [HYPOTHETICAL 
■ invalid value of Alpha Sequence Header Field, [ANTI-SENSE:] 
: Invalid value of Alpha Sequence Header Field, [HYPOTHETICAL 
; Invalid value of Alpha Sequence Header Field, [ANTI-SENSE:] 



] , SeqNo=55 

SeqNo=55 
] , SeqNo=56 

SeqNo=56 
] , SeqNo=57 

SeqNo=57 
] , SeqNo=58 

SeqNo=58 
] , SeqNo=59 

SeqNo=59 
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